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<210> 1 

<211> 2355 

<212> DNA 

<213> Murine 

<400> 1 



tctagatcta 


gctggtgtgt 


ctctgatctt 


gcttcttttc 


tcccagccct 


tcctacttgt 


60 


gtgagaacaa 


ggttttgagc 


catggagcaa 


agaggttgga 


ctctgcagtg 


tactgctttc 


120 


gccttctttt 


gcgtttggtg 


tgcactaagc 


agtgtaaaag 


caaagaggca 


gtttgttaat 


180 


gaatgggcgg 


cggagatccc 


cggagggcaa 


gaagctgcct 


ctgccatcgc 


cgaagaactg 


240 


gggtatgacc 


ttttgggtca 


gattggatca 


cttgaaaatc 


actatttatt 


caaacacaaa 


300 


agccatcctc 


ggaggtcccg 


aagaagcgct 


cttcatatca 


ctaagaggtt 


atctgatgat 


360 


gatcgtgtga 


cgtgggctga 


acaacagtat 


gaaaaagaga 


gaagtaaacg 


ttcagttcaa 


420 


aaagactcag 


cattggatct 


cttcaatgat 


ccaatgtgga 


atcagcagtg 


gtacttgcaa 


480 


gataccagaa 


tgactgcagc 


tctgcccaag 


ctggaccttc 


atgtaatacc 


tgtttgggaa 


540 


aagggtatta 


ctggcaaagg 


agttgttatt 


actgtactgg 


atgatggctt 


ggagtggaat 


600 


cacacagaca 


tttatgccaa 


ttatgatcca 


gaggctagct 


atgattttaa 


cgataatgat 


660 


catgatccat 


ttccccgata 


tgatctcaca 


aatgaaaaca 


aacatggaac 


aagatgtgca 


720 


ggtgaaattg 


ccatgcaagc 


aaataatcac 


aagtgtgggg 


ttggagttgc 


atataattcc 


780 



1 



aaagttggag 



gcataagaat 



gctggatggc attgtaactg atgccattga 



ggctagttca 



840 



attggattca 



accctggcca 



tgtggatatt tacagtgcaa gctggggccc 



taatgatgat 



900 



ggaaaaactg 



tggaggggcc 



tggcagacta gcccagaagg catttgaata 



tggtgtcaaa 



960 



caqqqqaqac 


aaqqqaaaqq 

ZJ ZJ Z} ZJ ZJ 


ctccatcttt 


gtctgggctt 


cagggaatgg 


gggtcgtcag 


1020 


ggagataact 


gtgactgtga 


tggctacaca 


gacagcattt 


acaccatctc 


tatcagcagt 


1080 


gcctcccagc 


aaggcctgtc 


accttggtat 


gcagagaagt 


gttcttccac 


attggctacc 


1140 


tcctacagca 


gtqgtgatta 

ZJ ZJ ZJ «- j ™ — — 


cacagaccag 


cgaataacaa 


gcgctgacct 


gcacaatgac 


1200 


tgcacagaga 


cccacacagg 


cacctcggct 


tcagcacccc 


tggctgctgg 


tatctttgct 


1260 


Ctqqccttqq 


aggcaaaccc 


aaatcttacc 


tggagagata 


tgcagcatct 


ggttgtctgg 


1320 


acctctgagt 


acgacccatt 


ggccagtaac 


ccaggttgga 


aaaagaatgg 


ggcaggcttg 


1380 


atggtgaaca 


qccqatttqq 

ZJ J Z) ZJ 


atttggcttg 


ctaaatgcca 


aagctctggt 


ggatttggct 


1440 


gatcctcgga 


cctggagaaa 


tgtgcctgag 

zj — zj -J J 


aagaaagaat 


gtgttgtaaa 


agacaataac 


1500 


tttgagccta 


qaqccctqaa 

Z? Z) ZJ 


agctaatgga 


gaagtaattg 


ttgaaatccc 


aacaagagct 


1560 


tqtqaaqqac 


aagaaaatgc 


tatcaagtct 


ctggaacatg 


tgcaatttga 


agcaacaatt 


1620 


gaatattctc 


qtaqaqqaqa 


ccttcatgtc 


acactcactt 


ctgctgttgg 


aaccagcact 


1680 


qtactqttqq 


ctgaaaggga 


aagagataca 


tcccccaatg 


gctttaagaa 


ttgggacttc 


1740 


atgtctgttc 


atacatqqqq 


agagaatcct 


gtaggcacct 


ggacattgaa 


aattacagac 


1800 


atqtctqqaa 


gaatgcaaaa 


tgaaggaagg 


attgtgaact 


ggaagttgat 


tttgcatggg 


1860 


acatcttctc 


aaccagagca 


catgaagcag 


ccccgtgtgt 


acacatccta 


caatacagtc 


1920 


cagaatgaca 


ggagaggagt 

ZJ Zj J ZJ -J _J 


ggaaaagatg 


gtgaatgttg 


tggagaagcg 


gcccacacaa 


1980 


aagagcctga 


atggcaatct 


cctggtaccc 


aaaaactcca 


gcagcagcaa 


tgtggagggt 


2040 


agaagggatg 


agcaggtaca 


aggaactcct 


tcaaaggcca 


tgctgcgact 


cctacaaagt 


2100 


gcttttagca 


agaatgcact 


ttcaaaacaa 


tcaccaaaga 


agtctccaag 


tgcaaagctc 


2160 


agcatccctt 


atgaaagttt 


ctatgaagcc 


ttggaaaagc 


ttaacaagcc 


ctccaagctt 


2220 


gaaggctctg 


aagacagtct 


gtacagtgac 


tatgttgatg 


tattctataa 


cacaaaacct 


2280 


tataagcata 


gagatgacag 


gctgctgcaa 


gctctcatgg 


acatcctaaa 


tgaggagaat 


2340 


taaaataagg 


agctc 










2355 



<210> 2 

<211> 2012 

<212> DNA 

<213> Murine 



2 



<400> 2 


t _ pt"1"r , r , r , t"Pt 


tcatccccta 


ctccaccacc 


ctgcgcgcct 


cacagccccg 


60 


^ L» <— 1— CL ^« Va« 






attataciatc 


ccaQtqQaaq 


qcqqccqqqt 


120 


hrrtrft'cta 

O W ^- w ~J 


tataataatt 


tttgcgtctg 


ccgagagacc 


cgtcttcacg 


aatcattttc 


180 


t* t"at"aaacrt t 


gcataaa.gac 




aggc tcgcca 


agttgcagca 


gaacacggct 


240 


t~ fans nl - p co 


aaaapt~pppc 


tttacaaaao 


gcctgtatca 


cttttatcac 


aatgggcttg 


300 


ciciaM y W v» CLCl 


aaaaaaacoc 

wi&LM CL CL CL V* V— ' 


agcctacacc 


ataagcggca 


gctagagaga 


gaccccagga 


360 


t - aaaaataac 


gc tgcaacaa 


gaaggatttg 


accgtaaaaa 


qaqaqqqtac 


agggacatca 


420 


afaaaattaa 

CL t-i t^A V— t*L 


cat caacatg 


aatgatcctc 


tctttacaaa 


gcaatggtac 


ctgttcaaca 


480 


ctgggcaagc 


cgatggaact 


cctQQqctaq 


acttgaacgt 


qqccqaaqcc 


tqqqaqctqq 


540 


aatacacaaa 

*— H CL w t-A V.* L<L N— ' WL*-J %J 


aaaaggagtg 


accattggaa 


ttatggatga 


tggaattgac 


tatctccacc 


600 


raaarctaac 

*w Ci ^-j V— » V-* w *-H 


c tacaact ac 


aacgctgatg 


caagttatga 


cttcagcagc 


aatgacccct 


660 


CL l_ V-> V_< CL L-CIV_.V_.V_ 


t~ raa farara 

CL W» GL V-* CL trl 


oahaactcct 


tcaacagcca 


tggaactagg 


tatacaaaaa 


720 


aat"it"i~t~Pt~crp 


t - or a ctp p a ctp 


aacaatatct 




cgtagcatac 


aactccaagg 


780 




ccaaatacta 


gaccagccct 


ttatgacaga 


catcatcgaa 


gcctcctcca 


840 


1~ raarracat 

CL^H v ^ CL w CL w 


gcctcaac tg 


atcgacatct 


acagtgcaag 


ctggggcccc 


acagacaatg 


900 


□aaaoacaat 

™3 ~j CL ^3 ^-H i_ 


tgatgggccc 


cgagagctca 


cactccaggc 


catggctgat 


ggcgtgaaca 


960 


aacraccataa 
a yyy ui -y u yy 


gggcaaaggc 


agcatctatg 


tgtgggcctc 


tqqqqacqqt 


qqcaqctacq 


1020 


a faarfciraa 

CL l> ^3 C* W WH" t*.CL 


ctataacaac 


tatgcttcaa 


gcatgtggac 


catctccatc 


aactcagcca 


1080 


tcaataataa 


caggac tgcc 


ttgtatgatg 


agagttgctc 


ttccacctta 


gcatccacct 


1140 


t" raaraataa 




aatcctgagg 


ctggtgtggc 


taccacagac 


ttgtatggca 


1200 


a. c t g 1 3. c t c t 


gaga.cactct 


gggacatctg 


cagctgctcc 


qqaqqcaqct 


ggcgtgtttg 


1260 


ca.tts.gctt t 


ggaggcta.ac 


ctggatctga 


cctggagaga 


catgcaacat 


ctgactgtgc 


1320 


trarrtccaa 

d. CL ^— ' x*# L** w w CL 


gcggaa.ccag 


cttcatgatg 


aggttcatca 


qtqqcqacqq 


aatqqqqttq 
^^^yyyy^^y 


1380 


appt~craa a t~ t 


taatcacctc 


tttggctacg 


gagtccttga 


tgcaggtgcc 


atggtgaaaa 


1440 




P t" CfQa aaapt- 
*H c*. c*. c*. g. w 


at - 1~ rraaaaa 

V-^ V«r ' d M 


aattccatta 

H WL w *w CL w ^3 




tctatacaaa 

*H W*. *H V-^ CL CL 


1500 


Ci V_ ^ L- CI CL Cl CL 


aat~appappp 


arraaraaac 


tcratac tcrac 


cctcaaaaca 

>_* V-^ d CL CL CL CL 


aatacahata 

CL CL ^ CL C* ' 


1560 


aggggaagga 


aaacttcgtc 


cgctacctgg 


agcacgtcca 


agctgtcatc 


acagtcaacg 


1620 


cgaccaggag 


aggagacctg 


aacatcaaca 


tgacctcccc 


aatgggcacc 


aagtccattt 


1680 


tgctgagccg 


gcgtcccaga 


gacgacgact 


ccaaggtggg 


ctttgacaag 


tggcctttca 


1740 


tgaccaccca 


cacctggggg 


gaggatgccc 


gagggacctg 


gaccctggag 


ctggggtttg 


1800 



3 



tgggcagtgc accacagaag gggttgctga aggaatggac cctgatgctt cacggcacac 1860 

agagcgcccc atacatcgat caggtggtga gggattacca gtctaagctg gccatgtcca 192 0 

agaagcagga gctggaggaa gagctggatg aggctgtgga gagaagcctg caaagtatcc 1980 

tgagaaagaa ctagggccac gcttccgaat tc 2012 



<210> 3 

<211> 753 

<212> PRT 

<213> Murine 

<400> 3 

Met Glu Gin Arg Gly Trp Thr Leu Gin Cys Thr Ala Phe Ala Phe Phe 
1 5 10 15 



Cys Val Trp Cys Ala Leu Ser Ser Val Lys Ala Lys Arg Gin Phe Val 
20 25 30 



Asn Glu Trp Ala Ala Glu lie Pro Gly Gly Gin Glu Ala Ala Ser Ala 
35 40 45 



lie Ala Glu Glu Leu Gly Tyr Asp Leu Leu Gly Gin lie Gly Ser Leu 
50 55 60 



Glu Asn His Tyr Leu Phe Lys His Lys Ser His Pro Arg Arg Ser Arg 
65 70 75 80 



Arg Ser Ala Leu His lie Thr Lys Arg Leu Ser Asp Asp Asp Arg Val 
85 90 95 



Thr Trp Ala Glu Gin Gin Tyr Glu Lys Glu Arg Ser Lys Arg Ser Val 
100 105 110 



Gin Lys Asp Ser Ala Leu Asp Leu Phe Asn Asp Pro Met Trp Asn Gin 
115 ~ 120 125 



Gin Trp Tyr Leu Gin Asp Thr Arg Met Thr Ala Ala Leu Pro Lys Leu 
130 135 " 140 



Asp Leu His Val lie Pro Val Trp Glu Lys Gly lie Thr Gly Lys Gly 
145 150 155 160 



Val Val He Thr Val Leu Asp Asp Gly Leu Glu Trp Asn His Thr Asp 
165 " 170 175 



4 



lie Tyr Ala Asn Tyr Asp Pro Glu Ala Ser Tyr Asp Phe Asn Asp Asn 
180 185 190 



Asp His Asp Pro Phe Pro Arg Tyr Asp Leu Thr Asn Glu Asn Lys His 
195 200 205 



Gly Thr Arg Cys Ala Gly Glu lie Ala Met Gin Ala Asn Asn His Lys 
210 215 220 



Cys Gly Val Gly Val Ala Tyr Asn Ser Lys Val Gly Gly lie Arg Met 
225 230 235 240 



Leu Asp Gly lie Val Thr Asp Ala lie Glu Ala Ser Ser lie Gly Phe 
245 250 255 



Asn Pro Gly His Val Asp lie Tyr Ser Ala Ser Trp Gly Pro Asn Asp 
260 265 270 



Asp Gly Lys Thr Val Glu Gly Pro Gly Arg Leu Ala Gin Lys Ala Phe 
275 280 285 



Glu Tyr Gly Val Lys Gin Gly Arg Gin Gly Lys Gly Ser lie Phe Val 
290 295 300 



Trp Ala Ser Gly Asn Gly Gly Arg Gin Gly Asp Asn Cys Asp Cys Asp 
305 310 315 320 



Gly Tyr Thr Asp Ser lie Tyr Thr lie Ser lie Ser Ser Ala Ser Gin 
325 330 335 



Gin Gly Leu Ser Pro Trp Tyr Ala Glu Lys Cys Ser Ser Thr Leu Ala 
340 345 350 



Thr Ser Tyr Ser Ser Gly Asp Tyr Thr Asp Gin Arg lie Thr Ser Ala 
355 * '" 360 365 



Asp Leu His Asn Asp Cys Thr Glu Thr His Thr Gly Thr Ser Ala Ser 
370 375 380 



Ala Pro Leu Ala Ala Gly lie Phe Ala Leu Ala Leu Glu Ala Asn Pro 
385 390 395 400 



Asn Leu Thr Trp Arg Asp Met Gin His Leu Val Val Trp Thr Ser Glu 
405 410 415 



5 



Tyr Asp Pro Leu Ala Ser Asn Pro Gly Trp Lys Lys Asn Gly Ala Gly 
420 425 430 



Leu Met Val Asn Ser Arg Phe Gly Phe Gly Leu Leu Asn Ala Lys Ala 
435 440 445 



Leu Val Asp Leu Ala Asp Pro Arg Thr Trp Arg Asn Val Pro Glu Lys 
450 455 460 



Lys Glu Cys Val Val Lys Asp Asn Asn Phe Glu Pro Arg Ala Leu Lys 
465 470 475 480 



Ala Asn Gly Glu Val lie Val Glu lie Pro Thr Arg Ala Cys Glu Gly 
485 490 495 



Gin Glu Asn Ala lie Lys Ser Leu Glu His Val Gin Phe Glu Ala Thr 
500 505 510 



lie Glu Tyr Ser Arg Arg Gly Asp Leu His Val Thr Leu Thr Ser Ala 
515 520 525 



Val Gly Thr Ser Thr Val Leu Leu Ala Glu Arg Glu Arg Asp Thr Ser 
530 535 540 



Pro Asn Gly Phe Lys Asn Trp Asp Phe Met Ser Val His Thr Trp Gly 
545 " 550 555 560 



Glu Asn Pro Val Gly Thr Trp Thr Leu Lys lie Thr Asp Met Ser Gly 
565 570 575 



Arg Met Gin Asn Glu Gly Arg lie Val Asn Trp Lys Leu lie Leu His 
580 585 590 



Gly Thr Ser Ser Gin Pro Glu His Met Lys Gin Pro Arg Val Tyr Thr 
595 600 605 



Ser Tyr Asn Thr Val Gin Asn Asp Arg Arg Gly Val Glu Lys Met Val 
610 615 620 



Asn Val Val Glu Lys Arg Pro Thr Gin Lys Ser Leu Asn Gly Asn Leu 
625 630 635 640 



Leu Val Pro Lys Asn Ser Ser Ser Ser Asn Val Glu Gly Arg Arg Asp 
645 650 655 



6 



Glu Gin Val Gin Gly Thr Pro Ser Lys Ala Met Leu Arg Leu Leu Gin 
660 665 670 



Ser Ala Phe Ser Lys Asn Ala Leu Ser Lys Gin Ser Pro Lys Lys Ser 
675 680 685 



Pro Ser Ala Lys Leu Ser lie Pro Tyr Glu Ser Phe Tyr Glu Ala Leu 
690 695 700 



Glu Lys Leu Asn Lys Pro Ser Lys Leu Glu Gly Ser Glu Asp Ser Leu 
705 * 710 715 720 



Tyr Ser Asp Tyr Val Asp Val Phe Tyr Asn Thr Lys Pro Tyr Lys His 
725 73 0 735 



Arg Asp Asp Arg Leu Leu Gin Ala Leu Met Asp lie Leu Asn Glu Glu 
740 745 750 



Asn 



<210> 4 

<211> 637 

<212> PRT 

<213> Murine 

<400> 4 

Met Glu Gly Gly Cys Gly Ser Gin Trp Lys Ala Ala Gly Phe Leu Phe 
15 10 15 



Cys Val Met Val Phe Ala Ser Ala Glu Arg Pro Val Phe Thr Asn His 
20 25 30 



Phe Leu Val Glu Leu His Lys Asp Gly Glu Glu Glu Ala Arg Gin Val 
35 40 45 



Ala Ala Glu His Gly Phe Gly Val Arg Lys Leu Pro Phe Ala Glu Gly 
50 55 60 



Leu Tyr His Phe Tyr His Asn Gly Leu Ala Lys Ala Lys Arg Arg Arg 
65 * 70 75 80 



Ser Leu His His Lys Arg Gin Leu Glu Arg Asp Pro Arg lie Lys Met 
85 " 90 * 95 



7 



Ala Leu Gin Gin Glu Gly Phe Asp Arg Lys Lys Arg Gly Tyr Arg Asp 
100 105 110 



lie Asn Glu lie Asp lie Asn Met Asn Asp Pro Leu Phe Thr Lys Gin 
115 120 125 



Trp Tyr Leu Phe Asn Thr Gly Gin Ala Asp Gly Thr Pro Gly Leu Asp 
130 135 140 



Leu Asn Val Ala Glu Ala Trp Glu Leu Gly Tyr Thr Gly Lys Gly Val 
145 150 155 160 



Thr lie Gly lie Met Asp Asp Gly lie Asp Tyr Leu His Pro Asp Leu 
165 " " 170 175 



Ala Tyr Asn Tyr Asn Ala Asp Ala Ser Tyr Asp Phe Ser Ser Asn Asp 
180 185 190 



Pro Tyr Pro Tyr Pro Arg Tyr Thr Asp Asp Trp Phe Asn Ser His Gly 
195 200 205 



Thr Arg Cys Ala Gly Glu Val Ser Ala Ala Ala Ser Asn Asn lie Cys 
210 215 220 



Gly Val Gly Val Ala Tyr Asn Ser Lys Val Ala Gly lie Arg Met Leu 
225 230 235 240 



Asp Gin Pro Phe Met Thr Asp lie lie Glu Ala Ser Ser lie Ser His 
245 250 255 



Met Pro Gin Leu lie Asp lie Tyr Ser Ala Ser Trp Gly Pro Thr Asp 
260 265 270 



Asn Gly Lys Thr Val Asp Gly Pro Arg Glu Leu Thr Leu Gin Ala Met 
275 280 285 



Ala Asp Gly Val Asn Lys Gly Arg Gly Gly Lys Gly Ser lie Tyr Val 
290 295 300 



Trp Ala Ser Gly Asp Gly Gly Ser Tyr Asp Asp Cys Asn Cys Asp Gly 
305 310 315 320 



Tyr Ala Ser Ser Met Trp Thr lie Ser lie Asn Ser Ala lie Asn Asp 
325 330 335 



Gly Arg Thr Ala Leu Tyr Asp Glu Ser Cys Ser Ser Thr Leu Ala Ser 
340 345 350 



Thr Phe Ser Asn Gly Arg Lys Arg Asn Pro Glu Ala Gly Val Ala Thr 
355 360 365 



Thr Asp Leu Tyr Gly Asn Cys Thr Leu Arg His Ser Gly Thr Ser Ala 
370 375 380 



Ala Ala Pro Glu Ala Ala Gly Val Phe Ala Leu Ala Leu Glu Ala Asn 
385 390 395 400 



Leu Asp Leu Thr Trp Arg Asp Met Gin His Leu Thr Val Leu Thr Ser 
405 410 415 



Lys Arg Asn Gin Leu His Asp Glu Val His Gin Trp Arg Arg Asn Gly 
420 425 430 



Val Gly Leu Glu Phe Asn His Leu Phe Gly Tyr Gly Val Leu Asp Ala 
435 440 445 



Gly Ala Met Val Lys Met Ala Lys Asp Trp Lys Thr Val Pro Glu Arg 
450 455 460 



Phe His Cys Val Gly Gly Ser Val Gin Asn Pro Glu Lys lie Pro Pro 
465 470 475 480 



Thr Gly Lys Leu Val Leu Thr Leu Lys Thr Asn Ala Cys Glu Gly Lys 
485 490 495 



Glu Asn Phe Val Arg Tyr Leu Glu His Val Gin Ala Val lie Thr Val 
500 505 510 



Asn Ala Thr Arg Arg Gly Asp Leu Asn lie Asn Met Thr Ser Pro Met 
515 520 525 



Gly Thr Lys Ser lie Leu Leu Ser Arg Arg Pro Arg Asp Asp Asp Ser 
530 535 540 



Lys Val Gly Phe Asp Lys Trp Pro Phe Met Thr Thr His Thr Trp Gly 
545 550 555 560 



Glu Asp Ala Arg Gly Thr Trp Thr Leu Glu Leu Gly Phe Val Gly Ser 
565 570 575 



Ala Pro Gin Lys Gly Leu Leu Lys Glu Trp Thr Leu Met Leu His Gly 
580 585 590 



Thr Gin Ser Ala Pro Tyr lie Asp Gin Val Val Arg Asp Tyr Gin Ser 
595 600 605 



Lys Leu Ala Met Ser Lys Lys Gin Glu Leu Glu Glu Glu Leu Asp Glu 
610 615 620 



Ala Val Glu Arg Ser Leu Gin Ser lie Leu Arg Lys Asn 
625 630 635 



<210> 5 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<220> 



<221> 


misc 


feature 






<222> 


(17) . 


". (17) 






<223> 


n is 


a, c, g, 


or 


t 


<220> 










<221> 


misc 


feature 






<222> 


(23)". 


(23) 






<223> 


n is 


a, c, g, 


or 


t 


<220> 










<221> 


misc 


feature 






<222> 


(32) . 


". (32) 






<223> 


n is 


a, c, g, 


or 


t 



<400> 5 

gcaaaatcta gaykgcnaty gtngaygakg gn 



<210> 6 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<220> 

<221> misc_feature 

<222> (13) . . (13) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

10 



<222> (25) . . (25) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (28) . . (28) 

<223> n is a, c, g, or t 

<400> 6 

aagcatgagc tcnggrgcrg crgcngancc 



<210> 7 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 7 

gatatcactc agatcgatga attcgagctc 



<210> 8 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 8 

aagctttcta gaggatccct ctggtggatt tgg 



<210> 9 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 9 

aagcttgaat tctccaaccc cacacttgtg 



<210> 10 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 10 

agatcgatga attcgagctc 



<210> 11 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 11 

cattctcgaa aaaagagaca a 21 

<210> 12 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 12 

cattctgtaa aaaagagaca a 21 

<210> 13 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 13 

cattctagag caaagagaca a 21 

<210> 14 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 14 

cattctagaa aagcaagaca a 21 



<210> 15 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 15 

cattctagaa aaagagcaca a 21 



12 



<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 16 

acctggagca aagcttctct g 



<210> 17 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 17 

acctggagcg ctaggtctct g 



<210> 18 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 18 

cataagctta ccatggccct gtggatgcgc 



<210> 19 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 19 

cattctagac tagttgcagt agttctccag 



<210> 20 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Primer 

<400> 20 



Lys Thr Arg Arg 
1 



<210> 21 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Primer 

<400> 21 

Leu Gin Lys Arg 
1 



<210> 22 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 22 

Arg Thr Lys Arg 
1 



<210> 23 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 23 

Arg Gin Lys Arg 
1 



<210> 24 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 24 

Lys Thr Lys Arg 
1 



<210> 25 
<211> 31 



<212> DNA 

<213> Artificial 

<220> 

<223> Primer 
<400> 25 

ctctgcctcc cgcttggtcc tgggtgtgta g 31 



<210> 


26 


<211> 


22 


<212> 


DNA 


<213> 


Artificial 


<220> 





<223> Primer 



<210> 27 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 27 

ctctgcctcc cgcttggtct tcggtgtgta g 31 



<210> 28 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<210> 29 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 29 

cttatggtgt aagcttcgtt ttgctctggc ctttgcaag 3 9 



<400> 26 

cacgcttctg ccgggatccc tc 



22 



<400> 28 

gatatgaaga gcagatcttt tggacctccg aggatg 



36 



<210> 
<211> 



30 
21 



15 



<212> DNA 

<213> Artificial 



<220> 

<223> Primer 



<400> 30 

tacaactcac cgcgggtcct g 



21 



<210> 31 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 31 

aagatgggat gggatgatga ccgtttccgc cttgatgt 3 8 



<210> 32 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<210> 33 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 33 

gatataagct tgagagtgta gaaggggc 2 8 



<210> 34 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<400> 32 

acatcacggc ggaaacggtc atcatcccat cccatctt 



38 



<400> 34 

ggcttgacat cattggctga cactttcgaa cacatgatag 



40 



<210> 
<211> 



35 
41 



16 



<212> DNA 

<213> Artificial 



<220> 

<223> Primer 
<400> 35 

aagatgggat gggatgatga gcgccggacc ctcatggaca t 



<210> 


36 


<211> 


41 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Primer 



<400> 36 

atgtccatga gggtccggcg ctcatcatcc catcccatct t 



<210> 37 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 37 

gatataagct tgagagtgta gaaggggc 



<210> 38 

<211> 51 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 38 

tgagcgacag cacccccttg gagcccccgc ccttgtatct catggaggat 



<210> 39 

<211> 51 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 
<400> 39 

tcagctcccc tcgtcgggcg gggtccgagt gccgtttccg ccgtgatgtt 

<210> 40 
<211> 48 

17 



<212> DNA 

<213> Artificial 



<220> 

<223> Primer 



<400> 40 

acgtgggcag ccccgtggtg gcgaacagaa catcacggcg gaaacggc 



48 



<210> 41 

<211> 48 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 41 

tgttcgccac cacggggctg cccacgtaat cctccatgag atacaagg 4 8 



<210> 42 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<210> 43 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 43 

gcgggggctc caagggggtg ctgtcgc 27 



<210> 44 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<400> 42 

ctcggacccc gcccgacgag gggagc 



26 



<400> 
gtagaac 



44 

aac atggacatgg tggcaatatt gtcgactctg gagtcgacct gcag 



54 



<210> 
<211> 



45 
48 



18 



<212> DNA 

<213> Artificial 



<220> 

<223> Primer 
<400> 45 

cacataaaac aagatggaca tggtcttgtt cacctgtagg atccccgg 4 8 



<210> 46 

<211> 53 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 46 

agtaaggaaa aggatggtca tggtggaggt cgacaagctt gagaattcaa teg 53 



<210> 47 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 



<220> 

<221> misc_feature 

<222> (1) . . (3) 

<223> Xaa can be any naturally occurring amino acid 

<400> 47 

Xaa Xaa Xaa Arg 
1 



<210> 48 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 48 

His Ser Arg Lys Lys Arg Gin 
1 5 



<210> 49 

<211> 7 

<212> PRT 

<213> Artificial 

19 



<220> 

<223> Peptide 
<400> 49 

His Ser Val Lys Lys Arg Gin 
1 5 



<210> 50 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 50 

His Ser Arg Ala Lys Arg Gin 
1 ~ 5 



<210> 51 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 51 

His Ser Arg Lys Ala Arg Gin 
1 5 



<210> 52 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 52 

His Ser Arg Lys Arg Ala Gin 
1 5 



<210> 53 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 



<400> 



53 



Thr Trp Ser Lys Ala Ser Gin 
1 5 



<210> 54 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 54 

Thr Trp Ser Ala Arg Ser Gin 
1 5 



<210> 55 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide 

<400> 55 

Thr Trp Ser Lys Ala Ser Leu 
1 5 



<210> 56 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 56 

cattctagac tagttgcagt agttctccag 30 



<210> 57 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<400> 57 

gcttccacca ggtcggatcc gcacaggtg 



29 



<210> 
<211> 



58 
29 



21 



<212> DNA 

<213> Artificial 



<220> 

<223> Primer 
<400> 58 

gcttccacca ggtcggatcc gcacaggtg 2 9 

<210> 59 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Met Pro Arg Leu Phe Leu Phe His Leu Leu Glu Phe Cys Leu Leu Leu 
1 " 5 10 15 

Asn Gin Phe Ser Arg Ala Val Ala Ala Lys Trp Lys Asp Asp Val lie 
20 25 30 

Lys Leu Cys Gly Arg Glu Leu Val Arg Ala Gin lie Ala lie Cys Gly 
35 40 45 

Met Ser Thr Trp Ser Lys Arg Ser Leu Ser Gin Glu Asp Ala Pro Gin 
50 55 60 

Thr Pro Arg Pro Val Ala Glu lie Val Pro Ser Phe lie Asn Lys Asp 
65 70 75 80 



Thr Glu Thr lie He He Met Leu Glu Phe He Ala Asn Leu Pro Pro 
85 90 95 



Glu Leu Lys Ala Ala Leu Ser Glu Arg Gin Pro Ser Leu Pro Glu Leu 
100 105 110 



Gin Gin Tyr Val Pro Ala Leu Lys Asp Ser Asn Leu Ser Phe Glu Glu 
115 120 125 



Phe Lys Lys Leu He Arg Asn Arg Gin Ser Glu Ala Ala Asp Ser Asn 
130 135 140 



Pro Ser Glu Leu Lys Tyr Leu Gly Leu Asp Thr His Ser Gin Lys Lys 
145 " 150 155 160 



Arg Arg Pro Tyr Val Ala Leu Phe Glu Lys Cys Cys Leu He Gly Cys 
165 170 175 



22 



Thr Lys Arg Ser Leu Ala Lys Tyr Cys 
180 185 



<210> 


60 


<211> 


185 


<212> 


PRT 


<213> 


Homo 


<400> 


60 



Met Pro Arg Leu Phe Phe Phe His Leu Leu Gly Val Cys Leu Leu Leu 
1 5 10 15 



Asn Gin Phe Ser Arg Ala Val Ala Asp Ser Trp Met Glu Glu Val lie 
20 25 30 



Lys Leu Cys Gly Arg Glu Leu Val Arg Ala Gin lie Ala lie Cys Gly 
35 40 45 



Met Ser Thr Trp Ser Lys Arg Ser Leu Ser Gin Glu Asp Ala Pro Gin 
50 55 60 



Thr Pro Arg Pro Val Ala Glu lie Val Pro Ser Phe lie Asn Lys Asp 
65 70 75 80 



Thr Glu Thr lie Asn Met Met Ser Glu Phe Val Ala Asn Leu Pro Gin 
85 90 95 



Glu Leu Lys Leu Thr Leu Ser Glu Met Gin Pro Ala Leu Pro Gin Leu 
100 105 110 



Gin Gin His Val Pro Val Leu Lys Asp Ser Ser Leu Leu Phe Glu Glu 
115 120 125 



Phe Lys Lys Leu lie Arg Asn Arg Gin Ser Glu Ala Ala Asp Ser Ser 
130 135 140 



Pro Ser Glu Leu Lys Tyr Leu Gly Leu Asp Thr His Ser Arg Lys Lys 
145 150 155 160 



Arg Gin Leu Tyr Ser Ala Leu Ala Asn Lys Cys Cys His Val Gly Cys 
165 170 175 



Thr Lys Arg Ser Leu Ala Arg Phe Cys 
180 185 
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<210> 61 

<211> 183 

<212> PRT 

<213> Pig 

<400> 61 

Met Pro Arg Leu Phe Ser Tyr Leu Leu Gly Val Trp Leu Leu Leu Ser 
1 5 " 10 15 



Gin Leu Pro Arg Glu He Pro Gly Gin Ser Thr Asn Asp Phe He Lys 
20 25 30 



Ala Cys Gly Arg Glu Leu Val Arg Leu Trp Val Glu He Cys Gly Ser 
35 " 40 45 



Val Ser Trp Gly Arg Thr Ala Leu Ser Leu Glu Glu Pro Gin Leu Glu 
50 * 55 60 



Thr Gly Pro Pro Ala Glu Thr Met Pro Ser Ser He Thr Lys Asp Ala 
65 70 75 80 



Glu He Leu Lys Met Met Leu Glu Phe Val Pro Asn Leu Pro Gin Glu 
85 90 95 



Leu Lys Ala Thr Leu Ser Glu Arg Gin Pro Ser Leu Arg Glu Leu Gin 
100 105 110 



Gin Ser Ala Ser Lys Asp Ser Asn Leu Asn Phe Glu Glu Phe Lys Lys 
115 ' 120 125 



He He Leu Asn Arg Gin Asn Glu Ala Glu Asp Lys Ser Leu Leu Glu 
130 135 140 



Leu Lys Asn Leu Gly Leu Asp Lys His Ser Arg Lys Lys Arg Leu Phe 
145 150 155 160 



Arg Met Thr Leu Ser Glu Lys Cys Cys Gin Val Gly Cys He Arg Lys 
165 170 175 



Asp He Ala Arg Leu Cys Phe 
180 
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